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3 <110> APPLICANT: Shanghai Genomics, Inc. 

5 <120> TITLE OF INVENTION: TUMOR TAG AND THE USE THEREOF 
7 <130> FILE REFERENCE: 186353/US 

9 <140> CURRENT APPLICATION NUMBER: 10/527, 257C 
10 <141> CURRENT FILING DATE: 2005-03-09 

12 <150> PRIOR APPLICATION NUMBER: PCT/CN2 002/00063 1 

13 <151> PRIOR FILING DATE: 2002-09-09 
15 <160> NUMBER OF SEQ ID NOS : 10 

17 <170> SOFTWARE: Patentln version 3.3 
19 <210> SEQ ID NO: 1 
2 0 <211> LENGTH: 720 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

25 <220> FEATURE: 

26 <221> NAME / KEY : CDS 

27 <222> LOCATION: (1) . . (639) 
29 <400> SEQUENCE: 1 
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86 tcctcctcat cctcccctgc ttcatcctcc ctggcatctg a 720 

89 <210> SEQ ID NO: 2 

90 <211> LENGTH: 213 

91 <212> TYPE: PRT 

92 <213> ORGANISM: Homo sapiens 
94 <400> SEQUENCE: 2 

96 Met Ala Ala Ala Ala Ser Pro Ala Phe Leu Leu Arg Leu Pro Leu Leu 



97 : 


I 






5 








10 








15 




100 


Leu 


Leu 


Leu 


Ser 


Ser 


Trp 


Cys 


Arg 


Thr 


Gly 


Leu 


Ala 


Asp 


Pro 


His 


Ser 


101 








20 










25 










30 






104 


Leu 


Cys 


Tyr 


Asp 


He 


Thr 


Val 


He 


Pro 


Lys 


Phe 


Arg 


Pro 


Gly 


Pro 


Arg 


105 






35 










40 










45 








108 


Trp 


Cys 


Ala 


Val 


Gin 


Gly 


Gin 


Val 


Asp 


Glu 


Lys 


Thr 


Phe 


Leu 


His 


Tyr 


109 




50 










55 










60 










112 


Asp 


Cys 


Gly 


Ser 


Lys 


Thr 


Val 


Thr 


Pro 


Val 


Ser 


Pro 


Leu 


Gly 


Lys 


Lys 


113 


65 










70 










75 










80 


116 


Leu 


Asn 


Val 


Thr 


Thr 


Ala 


Trp 


Lys 


Ala 


Gin 


Asn 


Pro 


Val 


Leu 


Arg 


Glu 


117 










85 










90 










95 




120 


Val 


Val 


Asp 


He 


Leu 


Thr 


Glu 


Gin 


Leu 


Leu 


Asp 


He 


Gin 


Leu 


Glu 


Asn 


121 








100 










105 










110 






124 


Tyr 


He 


Pro 


Lys 


Glu 


Pro 


Leu 


Thr 


Leu 


Gin 


Ala 


Arg 


Met 


Ser 


Cys 


Glu 


125 






115 










120 










125 








128 


Gin 


Lys 


Ala 


Glu 


Gly 


His 


Gly 


Ser 


Gly 


Ser 


Trp 


Gin 


Leu 


Ser 


Phe 


Asp 


129 




130 










135 










140 










132 


Gly 


Gin 


He 


Phe 


Leu 


Leu 


Phe 


Asp 


Ser 


Glu 


Asn 


Arg 


Met 


Trp 


Thr 


Thr 


133 


145 










150 










155 










160 


136 


Val 


His 


Pro 


Gly 


Ala 


Arg 


Lys 


Met 


Lys 


Glu 


Lys 


Trp 


Glu 


Asn 


Asp 


Lys 


137 










165 










170 










175 




140 


Asp 


Met 


Thr 


Met 


Ser 


Phe 


His 


Tyr 


He 


Ser 


Met 


Gly 


Asp 


.Cys 


Thr 


Gly 


141 








180 










185 










190 






144 


Trp 


Leu 


Glu 


Asp 


Phe 


Leu 


Met 


Gly 


Met 


Asp 


Ser 


Thr 


Leu 


Glu 


Pro 


Ser 


145 






195 










200 










205 








148 


Ala 


Gly 


Gly 


Thr 


Val 

























file://C:\CRF4\Outhold\VsrJ527257C.htm 



12/26/2006 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/527 , 257C 



DATE: 12/26/2006 
TIME: 13:48:37 



Input Set : A:\186353.txt 

Output Set: N:\CRF4\12262006\J527257C.raw 



149 



210 



152 


<210> SEQ ID NO: 


3 






















153 


<211> LENGTH: 213 






















154 


<212> TYPE: 


PRT 
























155 


<213> ORGANISM: 


Homo sapiens 
















157 


<400> SEQUENCE: 


3 






















159 


Met 


Ala 


Ala 


Ala 


Ala 


Ser 


Pro 


Ala 


Phe 


Leu 


Leu Arg Leu 


Pro 


Leu 


Leu 


160 


1 








5 










10 








15 




163 


Leu 


Leu 


Leu 


Ser 


Ser 


Trp 


Cys 


Arg 


Thr 


Gly 


Leu Ala Asp 


Pro 


His 


Ser 


164 








20 










25 








30 






167 


Leu 


Cys 


Tyr 


Asp 


He 


Thr 


Val 


He 


Pro 


Lys 


Phe 


Arg Pro Gly 


Pro 


Arg 


168 






35 










40 








45 








171 


Trp 


Cys 


Ala 


Val 


Gin 


Gly 


Gin 


Val 


Asp 


Glu 


Lys 


Thr Phe 


Leu 


His 


Tyr 


172 




50 










55 










60 








175 


Asp 


Cys 


Gly 


Ser 


Lys 


Thr 


Val 


Thr 


Pro 


Val 


Ser 


Pro Leu Gly Lys 


Lys 


176 


65 










70 










75 








80 


179 


Leu 


Asn 


Val 


Thr 


Thr 


Ala 


Trp 


Lys 


Ala 


Gin 


Asn 


Pro Val 


Leu Arg 


Glu 


180 










85 










90 








95 




183 


Val 


Val 


Asp 


He 


Leu 


Thr 


Glu 


Gin 


Leu 


Leu 


Asp 


He Gin 


Leu 


Glu 


Asn 


184 








100 










105 








110 






187 


Tyr 


He 


Pro 


Lys 


Glu 


Pro 


Leu 


Thr 


Leu 


Gin 


Ala Arg Met 


Ser 


Cys 


Glu 


188 






115 










120 








125 








191 


Gin 


Lys 


Ala 


Glu Gly 


His 


Gly 


Ser 


Gly 


Ser 


Trp 


Gin Leu 


Ser 


Phe 


Asp 


192 




130 










135 










140 








195 


Gly 


Gin 


He 


Phe 


Leu 


Leu 


Phe 


Asp 


Ser 


Glu 


Asn Arg Met 


Trp 


Thr 


Thr 


196 


145 










150 










155 








160 


199 


Val 


His 


Pro 


Gly Ala 


Arg 


Lys 


Met 


Lys 


Glu 


Lys 


Trp Glu Asn Asp Lys 


200 










165 










170 








175 




203 


Asp 


Met 


Thr 


Met 


Ser 


Phe 


His 


Tyr 


He 


Ser 


Met 


Gly Asp Cys Thr Gly 


204 








180 










185 








190 






207 


Trp 


Leu 


Glu 


Asp 


Phe 


Leu 


Met 


Gly 


Met 


Asp 


Ser 


Thr Leu 


Glu 


Pro 


Ser 


208 






195 










200 








205 








211 


Ala 


Gly 


Gly 


Thr 


Val 






















212 




210 




























215 
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<400> SEQUENCE: 
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236 gccaagcttg atgccaggga ggatgaagca 30 

239 <210> SEQ ID NO: 6 

240 <211> LENGTH: 34 

241 <212> TYPE: DNA 

242 <213> ORGANISM: Artificial 

244 <220> FEATURE: 

245 <223> OTHER INFORMATION: oligonucleotide 

247 <400> SEQUENCE: 6 

248 ccggaattcg accctcactc tctttgctat gaca 34 

251 <210> SEQ ID NO: 7 

252 <211> LENGTH: 30 

253 <212> TYPE: DNA 

254 <213> ORGANISM: Artificial 

256 <220> FEATURE: 

257 <223> OTHER INFORMATION: oligonucleotide 

259 <400> SEQUENCE: 7 

260 gccaagcttg atgccaggga ggatgaagca 30 

263 <210> SEQ ID NO: 8 

264 <211> LENGTH: 21 

265 <212> TYPE: DNA 

266 <213> ORGANISM: Artificial 

268 <220> FEATURE: 

269 <223> OTHER INFORMATION: oligonucleotide 

271 <400> SEQUENCE: 8 

272 atggcagcgg ccgccagccc c 21 

275 <210> SEQ ID NO: 9 

276 <211> LENGTH: 24 

277 <212> TYPE: DNA 

278 <213> ORGANISM: Artificial 

280 <220> FEATURE: 

281 <223> OTHER INFORMATION: oligonucleotide 
283 <400> SEQUENCE: 9 

2 84 tcagatgcca gggaggatga agca 24 

287 <210> SEQ ID NO: 10 

288 <211> LENGTH: 60 

289 <212> TYPE: DNA 

290 <213> ORGANISM: Artificial 

292 <220> FEATURE: 

293 <223> OTHER INFORMATION: oligonucleotide 
2 95 <400> SEQUENCE: 10 

2 96 atggcagcgg ccgccagccc cgcgttcctt ctacgcctcc cgcttctgct cctgctgtcc 60 
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Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete/ 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 
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